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File Compounds Column Selection Chimera HBonds Movie

| score | RMSD Lb. | RMSD u.b. | HBonds (al) | HBond Ligand Atoms| HBond Receptor Atoms

v 68 0.0 0.0 [ [ [
vV 68 326 6584 2 2 2
V67 4517 7.965 2 2 2
vV 66 534 823 2 2 2
V 65 5204 8185 2 2 2
Vo o64 223 3142 2 2 2
V62 4350 7.5 0 0 0
7 1 1 1
V 60 1672 18131 4 3 4
= =
Chimera Model #5.8
[REMARK VINA RESULT: 6.2 3.705 .403

[REMARK & active torsions!
[REMARK status: ('A' for Active; 'I' for Inactive)

REMARK 1 A between atoms: C3.3 and N2l
REMARK 2 A between atoms: C6_6 and C7_7
REMARK 3 A between atoms: C7_7 and 0317
REMARK 4 A between atoms: C7.7 and C8_8
REMARK 5 A between atoms: C2_8 and NI1L
REMARK € A between atoms: C2_8 and C9.9
REMARK 7 A between atoms: €99 and Ol 10
[REMARK. I between atoms: CLO12 and NLIL
REMARK & A between atoms: Cl0_12 and C11 14
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